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Replication bubble
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Facts to be considered

T

Genetic material needs to be reproduced accurately.

Each of the parental strand can act as a template for
the synthesis of a complementary daughter strand.

There are several facts needed to be considered :

What safeguarding system to prevent replication errors




Replication origin (1)
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Replication origin (2)

vﬁzbﬁv#ﬂ Af WA LR 5T ST
T AT ESR o B - RE A
WWDHWGWHMA
D = ‘ £




Replication origin (3)

The replication always starts at a point and moves in
bidirections generating eye 0 -shaped intermediates that
convert to Y-shaped molecules. Finally, they separate
as two sets of double stranded DNA.




Classification of DNA
polymerase
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Contents of replication

&1+ ¥+ (Active factor)
&3%fs (Ligase)
513fe (Primase)

imnfig (Telomerase)
1% A 4Rfa (Topoisomerase)




All steps of DNA replication
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Steps of DNA replication

(A) DNA strand

- DNA Strand
£ HNA Primer

Single Stranded Binding Proleins . _
: : eid = "".l.;h-:l.'-:.|.1h-::u:llr.'f-:.lf:r Bonds

‘l:ll'lll R J l"]'i.l.l'.-:L-"-"-" .‘ J.-i.l'_'r..-l.'-.-l'."

¥ U NA Polymerase | . DNA Polvmerase [11




Steps of DNA replication B

(B) Helicase unwind the double helix
and SSB binding on DNA




Steps of DNA replication

(C) Primase synthesizes primers
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Steps of DNA replication

(D) DNA polymerase lll elongates
primers with new DNA
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Steps of DNA replication

(E) DNA polymerase | remove primers
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Steps of DNA replication

(F) Ligase forms phosphodiester bonds
and joins adjacent fragments
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__Function of telomerase
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Telomere
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Mechanism of solves end-
replication problem

Telomerase
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Topoisomerase
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